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INTRODUCTION

Honey is a high value natural product, not only desirable for its taste, but also for its nutritional and health benefits. Honey is one of the most common food commodities to be subject to mislabeling and fraud, and this
has become an issue of international scale in terms of authenticity and quality control. In recent years, there has been growing interest in verifying the floral origin of honey, especially in the characterization of
monofloral honeys, which are often more valuable than polyfloral honeys. Due to the complex nature of honey, that depends on several factors such as the botanical origin and geographical area, and to the different
types of adulteration, its authentication has been challenging and prompted the development of several advanced analytical approaches. In the present study, different monofloral honeys, including manuka honey,
chestnut honey, eucalyptus honey and avocado honey, were characterized through a non-targeted metabolomic approach to define markers substances characteristic for each kind of honey. The methodology used
consisted of a quick and simple sample preparation, by extraction with a mixture of methanol and water, followed by analysis with ultra-performance liquid chromatography coupled high resolution mass spectrometry
with hybrid analyzer quadrupole- time of flight (UPLC-QTOF-MS) and ionization by electrospray (ESI) in positive and negative mode. The evaluation of data by multivariate analysis allowed the discrimination of the
honeys and prioritization of characteristic markers, contributing to the segregation of different honey types. Manuka honey stood out, showing more than 2000 exclusive compounds. In this study, it was possible to
identify more than 30 unique markers for this kind of honey.
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ACQUISITION AND PROCESSING DATA

Mass Spectrometry
Electrospray ionization(ESI) in
positive mode
Spray Voltage: 5500 V
Resolution : 32000 FWHM (m/z 200)
Collision energy (CE): 35 ± 15 v
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SAMPLE ANALYSIS
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• T-test
External Software (bioinformatics)
• Venn diagram

Data processing
à Analytics
•
•

Time
(min)

Full Scan
Small windows
MS/MS data
Spectrum deconvolution

STATISTIC ANALYSIS
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Rt tolerance: 0,1 min
Mass tolerance: 10 ppm
Intensity threshold : 1000
Maximum number of peaks : 5000
Peaks removal: < 3 samples
Minimum and maximum peak width : 0,05 and 1 min
Minimum and maximum retention time: 1 y 10 min

STATISTIC ANALYSIS
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CONCLUSIONS
•

The statistic analysis showed differences between different monofloral honeys and the exclusivity of more than 2000 unique compounds in Manuka honey.

•

The workflow of this study has allowed to identify more than 30 markers substances characteristic for each kind of monofloral honey.

•

It was possible to identify tentatively 8 markers, 3 of them only the molecular formula could be provided and the rest were proposed the structure.
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